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Abstract
Background  Biosynthesis of metallic nanoparticles using microorganisms are a fabulous and emerging eco-friendly 
science with well-defined sizes, shapes and controlled monodispersity. Copper nanoparticles, among other metal 
particles, have sparked increased attention due to their applications in electronics, optics, catalysis, and antimicrobial 
agents.

Results  This investigation explains the biosynthesis and characterization of copper nanoparticles from soil strains, 
Niallia circulans G9 and Paenibacillus sp. S4c by an eco-friendly method. The maximum reduction of copper ions and 
maximum synthesis CuNPs was provided by these strains. Biogenic formation of CuNPs have been characterized 
by UV–visible absorption spectroscopy, X-ray diffraction, Fourier transform infrared spectroscopy, X-ray analysis 
and transmission electron microscopy analysis. Using UV-visible spectrum scanning, the synthesised CuNPs’ SPR 
spectra showed maximum absorption peaks at λ304&308 nm. TEM investigation of the produced CuNPs revealed the 
development of spherical/hexagonal nanoparticles with a size range of 13–100 nm by the G9 strain and spherical 
nanoparticles with a size range of 5–40 nm by the S4c strain. Functional groups and chemical composition of CuONPs 
were also confirmed. The antimicrobial activity of the biosynthesized CuNPs were investigated against some human 
pathogens. CuNPs produced from the G9 strain had the highest activity against Candida albicans ATCC 10,231 and 
the lowest against Pseudomonas aeruginosa ATCC 9027. CuNPs from the S4c strain demonstrated the highest activity 
against Escherichia coli ATCC 10,231 and the lowest activity against Klebsiella pneumonia ATCC 13,883.

Conclusion  The present work focused on increasing the CuNPs production by two isolates, Niallia circulans G9 
and Paenibacillus sp. S4c, which were then characterized alongside. The used analytics and chemical composition 
techniques validated the existence of CuONPs in the G9 and S4c biosynthesized nano cupper. CuNPs of S4c are 
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Background
Now-a-days, biological methods or green methods are 
gaining impetus as chemical or physical methods are not 
economic and safe for ‘in vivo’ use [1], also these methods 
involve a large amount of heat and energy, use of elevated 
temperature and toxic chemicals [2]. Thus, develop-
ment of clean, non-toxic, environment-friendly and bio-
compatible methods for the synthesis of nanoparticles 
is needed, many microorganisms (bacteria, fungi, acti-
nomycetes, algae and viruses) have been investigated to 
produce different metal nanoparticles of silver, gold, zinc, 
copper, titanium, alginate, and magnesium [3, 4]. The 
use of biological systems as a green synthesis approach 
results in the development of stable, distributed, and size-
controlled nanoparticles with desirable physicochemical 
properties [5, 6] and exquisite morphology at ambient 
conditions [7]. Biosynthesis of metal nanoparticles in liv-
ing system is catalyzed by various reducing agents and/or 
reductase-type enzyme present intracellularly or extra-
cellularly [8].

Among all biological systems used till now, bacteria 
have acquired significant attention [9] as they are easy 
to culture, produce extracellular nanoparticle. Also, it 
requires mild experimental conditions like pH, tempera-
ture, have easy downstream processing and short genera-
tion time for nanoparticle synthesis [10]. In a study by He 
et al. [11], it was discovered that changing the pH of the 
growth medium during incubation resulted in produc-
tion of nanoparticles of differing size and shape. Con-
trolling such properties is important, as varying sizes of 
nanoparticles are required for different applications such 
as optics, catalysts or anti-microbials.

In nature, bacteria are frequently exposed to diverse 
and sometimes extreme environmental situations. Sur-
vival in these harsh conditions ultimately depends on 
their ability to resist the effects of environmental stresses. 
Natural defence mechanisms exist in bacteria to deal with 
a variety of stresses such as toxicity arising from high 
concentrations of metallic ions in the environment, as 
they able to change the metal ion concentration via redox 
state changes, efflux systems, intracellular precipitation, 
and accumulation of metals, and extracellular formation 
of complexes [12].

Cu NPs have attracted a lot of attention among group 
IB metals because of its unique properties and potential 
applications as electronic materials, catalysts, lubricants, 
thermal transfer nanofluids, nanocomposite coatings, 
and optical devices [13], in addition to its significantly 

lower cost when compared to silver and gold nanopar-
ticles. Numerous techniques, such as chemical and physi-
cal procedures, could be utilized to synthesize CuNPs 
[14, 15]. However, the majority of these techniques 
require sophisticated instruments, biologically hazardous 
substances, and an oxygen-free atmosphere in order to 
be successful. Reports on the synthesis of CuNPs without 
an inert environment are extremely rare [16]. Therefore, 
more robust, economical, and environmentally friendly 
methods are still needed to synthesis stable CuNPs.

Usha et al. [17] reported a green synthesis of copper 
oxide by Streptomyces sp for development of antimicro-
bial textiles which can be useful in hospitals to prevent 
or to minimize infection with pathogenic bacteria. Singh 
et al. [18], reported biological synthesis of copper oxide 
nanoparticles using Escherichia coli (E. coli) with a vari-
able size and shapes. Serratia sp. ZTB29 [19], Morgenella 
species [20], Stenotrophomonas sp. BS95 [21] are also 
some examples for the bacteria that are able to synthesis 
CuNPs.

Copper nanoparticles (CuNPs) are considered as candi-
dates for antimicrobial applications as biocides, and anti-
biotic treatment; these have been shown to hinder the 
growth of bacteria like E. coli, Bacillus subtilis and plant 
pathogen [22, 23]. Also it can stimulate the plant growth 
[19] and degrade the pesticide residues [23].

The release of Cu2+ ions is the widely approved pro-
cess by which copper-based nanomaterials exhibit anti-
bacterial activity. Copper ions have the ability to harm 
bacterial cell membranes, penetrate cells and impair the 
enzyme machinery [24]. Because of their high surface-to-
volume ratio, copper nanoparticles are extremely reac-
tive antimicrobial materials. Since CuO NPs are the most 
basic member of the copper group, they are among the 
most significant metal oxide nanoparticles. CuO NPs 
have significant antibacterial characteristics due to their 
structure, which prevent the growth of bacteria, fungus, 
viruses, and algae [25]. Highly effective biocidal materi-
als, copper-based compounds are frequently utilized in 
pesticide formulations and other health-related appli-
cations [26]. In addition the biosynthesized NPs can be 
stabilized by coating of low-molecular weight biomol-
ecules around the nanoparticles [27]. Yoosefi Booshehri 
et al. [24] provide a simple process for depositing copper 
oxide nanoparticles on cellulose paper to form a stable 
layer of CuO that may be performed in situ. Using this 
approach, copper oxide can be applied to any wettable 
substrate that can survive a relatively high pH of 10–12 

smaller and have a more varied shape than those of G9 strain, according to TEM images. In terms of antibacterial 
activity, the biosynthesized CuNPs from G9 and S4c were found to be more effective against Candida albicans ATCC 
10,231 and E. coli ATCC 10,231, respectively.
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for several hours. CuO was placed on commercial fabrics 
and polyethersulfone flat sheets using the same method. 
The resulting CuO-paper is more effective against both 
+ Ve and –Ve microorganisms. The release of copper ions 
from CuO nanoparticles on the paper provides the anti-
bacterial effect. The finished composite can be used as 
an affordable point-of-use system to produce clean, safe 
drinking water.

Based on the prospective properties and uses of 
CuNps, the purpose of the current study was to screen 
various Egyptian bacterial isolates as model biological 
systems to synthesize and analyze CuNPs. Furthermore, 
the biosynthesized Cu-NPs’ potential use as antibacte-
rial agents was explored. This is the first study to disclose 
the green synthesis of CuNPs by Niallia circulans G9 and 
Paenibacillus sp. S4c strains, and the overall schematic 
design for the work is given in Fig. 1.

Materials and methods
Isolation, culturing, and screening for CuNPs synthesis
All microbes used in this work were isolated from an 
Egyptian agricultural soil. All strains were grown on liq-
uid Luria–Bertani (LB) medium (g/L): Tryptone 10, yeast 
extract (YE) 5, and NaCl 5, at temperature (T) 37 °C and 
pH 7.0 under shaking (200  rpm) for 48  h. The culture 
supernatants from these strains were obtained by cen-
trifugation (10,000 rpm, 4 °C, 10 min) under sterile con-
dition and incubated with 50 mM CuSO4 at 1:1 volume 
ratio. The biosynthesis of CuNPs was observed visually 
by the color change from blue to dark green after incuba-
tion for 24–48 h at 37 °C and 120 rpm.

Spectrophotometric detection for CuNPs
Preliminary formation of CuNPs was detected by moni-
toring absorption spectra in the wavelength range of 

Fig. 1  Schematic outline of CuNPs biosynthesis
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200–800  nm using of UV-Visible spectrophotometer 
[28]. A non-inoculated LB medium with 100 mM CuSO4 
was maintained as control.

Nitrate reductase (NR) activity assay
NR activity was measured according to Vaidyanathan 
et al. [29]. The absorbance of pink color appeared was 
recorded at 540 nm. Enzyme units are defined as micro-
moles of nitrite produced per min. Nitrite standard curve 
was prepared by using different concentrations of sodium 
nitrite (1–10 µM), where 1 µM of nitrite equivalent to 1U.

NR activity was detected in the supernatants of 
the selected isolates upon culturing in NR- enhanced 
medium. This medium [30] contained (g/L): Glucose, 10; 
sucrose, 1; YE, 10; tryptone, 1; ammonium molybdate, 1; 
NaNO3, 1; NH4Cl, 0.1; CuSO4, 0.01; FeCL3,0.01; NaCl, 
1; pH 7 and incubated at 37  °C for 48  h under shaking 
(200 rpm). Afterwards, the culture supernatant was incu-
bated with CuSO4 as mentioned previsously to snthesize 
the CuNPs, then measured at the recorded λuv max. The 
measured NR in this medium was compared to LB as 
well.

Identification and phylogeny
The finally selected isolates coded G9& S4c were exam-
ined morphologically and subjected to molecular iden-
tification by amplifying 16SrRNA using the universal 
primers of this gene according to Eden et al. [31]. The 
sequences of the purified PCR products were determined 
using the automated fluorescent DNA sequencer [32]. 
The obtained nucleotide sequence was analysed using 
BLAST https://blast.ncbi.nlm.nih.gov/ and the phyloge-
netic analysis was carried out using MEGA X software 
to compare between the selected strains and the closely 
related ones.

Factors impacting the production of CuNP
Biosynthesis of CuNPs depends on various factors like 
pH, temperature, time of the reaction and concentra-
tion of the copper ion. Cell-free supernatant of the cul-
ture was exposed to different pHs (3.0, 5.0, 7.0 and 9.0), 
temperatures (25, 37, 45 and 55 °C), times (12, 24, 48 and 
72 h) in presence of copper sulphate, at final concentra-
tion 100 mM, to select the optimum conditions for the 
synthesis of CuNPs. Subsequently, different concentra-
tions of copper sulphate (25, 50, 100 and 150 mM) were 
tested at the previously preferred conditions for each 
strain. In all experiments change in the color of the reac-
tion mixtures and surface plasmon resonance (SPR) of 
synthesizing nanoparticles were monitored to select the 
most appropriate condition(s).

CuNPs production
After optimizing the conditions required for CuNPs syn-
thesis by G9 and S4c strains, the maximum yields were 
obtained by incubating equal volumes of cell free super-
natants (overnight culture in NR-enhanced medium) 
with CuSO4 (100 mM) under these conditions (pH 7.0, 
37  °C, 120 rpm & 24 h) and (pH 7.0, 45  °C, 120 rpm & 
48 h) for G9 and S4cm, respectively. The colour change in 
the solution at the end of the incubation period was used 
to assess the reduction of copper ions.

CuNPs separation
To recover the formed CuNPs present in the cell-free 
extracts after incubating with CuSO4, the solution was 
centrifuged at 15,000 rpm for 20 min. The pellets contain 
CuNPs were collected with care, re-suspended in double-
distilled water (ddH2O), washed severally by repeated 
centrifugation, freeze-dried (lyophilisation), and then 
were used for further experimentation.

CuNPs characterization
UV-Visible double beam spectrophotometer
The optical properties of the studied CuNPs were charac-
terized by scanning UV absorption spectra (200–800 nm) 
using double beam spectrophotometer (Thermo Scien-
tific™ Evolution™ 350 UV-Vis spectrophotometer).

FT-IR spectroscopy
The FT-IR spectrum of CuNPs samples was analysed 
using FTIR instrument (Bruker Tensor37), at the Central 
Laboratory, Faculty of Science, Alexandria University to 
identify the possible interactions between CuNPs and 
the biomolecule. Analysis was carried out in the range of 
500–4000 cm− 1 at the resolution of 1 cm− 1 [33]. The syn-
thesized CuNPs sample was lyophilized and diluted with 
potassium bromide (in the ratio of 1:100) to make a pellet 
and subjected to study the presence of IR bands.

EDX analysis
The elemental composition of the synthesised CuNPs 
(EDX-analysis) was carried out according to Jyoti et al. 
[34] by using Oxford instrument attach to scanning elec-
tron microscope at the Electron Microscope Unit, Fac-
ulty of Science, Alexandria University. This analysis done 
by using powder of lyophilized copper nanoparticles.

XRD analysis
A monochromatic X-ray diffraction (XRD) beam with 
wave length lambda was used to analyse the crystalline 
nature of the biosynthesized CuNPs sample [33]. This 
analysis was done using Shimadzu XRD7000 instrument 
at the Central Laboratory, Faculty of Science, Alexandria 
University operating at 30KV current 10 mA with CuKa 
radiation (λ = 1.54184  A°) ) in the 2θ range from 20 to 

https://blast.ncbi.nlm.nih.gov/
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80◦ at a scan rate of 0.03◦ S− 1. The fine dried lyophilized 
powdered of CuNPs were reserved and fixed on a quartz 
glass slide to make a thin film and then scanned.

TEM analysis
The produced Cu nanoparticles’ size and morphological 
characteristics were evaluated using a TEM (JEM-1400 
Plus, electron microscope). After diluting and sonicat-
ing the CuNPs solution, carbon-coated TEM grids were 
drop-coated with copper nanoparticles to prepare for 
TEM investigations. After allowing the film on the TEM 
grids to dry, the excess solution was wiped off with blot-
ting paper.

Antimicrobial activity of the synthesized CNPs
The synthesized CuNPs were tested for their antimicro-
bial activity by the agar well diffusion method [35] against 
different kinds of human pathogens. The tested strains 
included; Staphylococcus aureus ATCC 25,923 as Gram-
positive (G + ve) bacteria, Pseudomonas aeruginosa 
ATCC 9027, Klebsiella pneumonia ATCC 13,883 & E. coli 
ATCC 10,231 as Gram-negative (G-ve) bacteria while, 
Candida albicans ATCC 10,231 was tested as yeast. The 
pathogens were inoculated in LB broth and incubated 
at 37  °C for 24  h, then swabbed uniformly onto sterile 
Muller-Hinton Agar (MHA) plates using sterile cotton 
swabs. Agar wells of 5 mm diameter were prepared with 
the help of a sterilized stainless-steel cork borer. A 50 µl 
of different concentrations of copper nanoparticles (60, 
80 and 100 µg/ml) were loaded in four wells with the help 
of micropipette under aseptic conditions. The plates were 
incubated at 37 °C for 24 h and then the zone of inhibi-
tion was measured using a centimeter ruler and the value 

for each organism was recorded and expressed in milli-
metre (mm).

Statistical analysis
Triplex reactions were used for all experiments. Using 
Microsoft Office Excel 2013, the means ± standard devia-
tion was used to express the results.

Results
In total 60 colonies with different morphotypes (shapes/
color) were selected through isolation program applied 
in this study using LB medium adjusted at pH 7 and 
incubated at 37  °C under shaking (200  rpm). All iso-
lates were investigated for extracellular synthesis of 
CuNPs by incubating the cell free supernatant with 
CuSO4 (100mM) at equal ratio, where the biosynthe-
sis of CuNPs was observed visually as the color change 
from bale blue to dark green after incubation for 48  h 
at 37  °C and 120  rpm. However, no color change was 
observed in –Ve controls, one with copper sulphate solu-
tion plus water (W), or with copper sulphate solution 
plus non-inoculated culture media (M), which are kept 
under the same conditions. Among the tested isolates 
only 9 isolates were capable to change the color into dark 
green and assigned as a positive samples (Fig. 2). A color 
change depends on the excitation on surface plasmon 
vibration of CuNPs. So, a preliminary identification of 
CuNPs was carried for those 9 isolates using UV-Visible 
spectrophotometer at the range of 200–800 nm. The two 
isolates coded G9 and S4c were selected as they recorded 
the highest SPR absorption in infra-red region (1.43 & 
1.28) at λ300−310  nm and in visible region (0.64 − 0.49) at 
λ550−650  nm. Further minutiae of the absorption profiles 

Fig. 2  Color change during the reduction of Cupper into CuNPs; the negative controls (B & M) exhibit no change in color, whilst the potent positive 
samples (G9 & S4c) show a change in color of CuSO4 due to the reduction process into green. *Note: B (-Ve control) comprises 100 mM copper sulphate 
solution in distilled water, while M (-Ve control) contains non-inoculated medium in copper sulphate (100 mM), with each components mixed in equal 
proportions
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for the selected isolates (G9 & S4c) were poised in Fig. 3. 
In order to obtain more profound green color a medium 
enhanced the NR was applied, and the absorbance was 
measured at λ304 and λ308 (2.67 & 2.09) for G9 and S4c 
strains, respectively. By measuring the NR activity in LB 
and NR-enhanced medium, it was found an increasing in 
the enzyme titre (5.24 & 10.65 U/ml) and (3.29 & 5.04 U/
ml), for G9 and S4c strain, respectively.

Characterization and identification of the two selected 
microbial isolates
The cells of the selected isolate G9 appeared as straight, 
occasionally curved rods, while the cells of the S4c 
appeared as rod-shaped, under light microscope. The two 
isolates are G + ve; grow optimally at nearly neutral pH 
and at temperature 30, 37 ºC, respectively. According to 
the partial sequences of the 16srRNA deposited in Gen-
Bank accession nos MK100822.1 & MK100827.1, the G9 
strain nominated as Niallia circulans and S4c strain iden-
tified as Paenibacillus sp, respectively (Fig. 4).

Factors affecting the biosynthesis of CuNPs by Niallia 
circulans G9 and Paenibacillus sp, S4c strains
The impact of pH in the CuNPs biosynthesis was evalu-
ated under different pH values (pH 3–9), and then dem-
onstrated in Fig.  5A. The acidic condition decreases 
the rate of reduction of copper ion into copper atom; 
this was recognized by slight change in the SPR and the 
color-reaction. The alkaline condition precipitates the 
copper and makes copper ion unavailable for reduction. 
However, a neutral condition showed a maximum reduc-
tion of copper ions and provides maximum synthesis of 
CuNPs for both tested strains.

The impact of time reaction in the CuNPs biosynthe-
sis was demonstrated in Fig.  5B, in the case of Bacillus 
circulans strain G9, the absorbance and color of the reac-
tion reach the maximum after 24 h, whereas in the case 
of Paenibacillus sp. strain S4c, the maximum appear after 
48 h.

According to the data denoted in C section of Fig. 5C, 
the optimum temperatures for the production of CuNPs 
were at 37 °C & 45 °C by Bacillus circulans G9 and Paeni-
bacillus sp. S4c, respectively.

To understand the influence of the copper- metal con-
centrations on CuNPs biosynthesis, different concentra-
tions 25, 50, 100 and 150 mM of CuSO4 were tested, and 
figured (Fig. 5D). The absorption increases by increasing 
the copper-metal concentration, and reached the opti-
mum level at 100 mM by the tested strains (G9 & S4c).

Characterization of the biosynthesized CuNPs
Preliminary characterization of CuNPs was carried 
out by UV-Visible spectrophotometer at range of 200–
800  nm., the absorbance value of CuNPs solution after 
using NR-based medium was 2.7 at 304 nm and 1.36 at 
600 nm for Bacillus circulans G9, while for Paenibacillus 
sp. Sc was 2.01 at 308 nm and 0.932 at 570 nm.

FT-IR spectrums (Fig. 6) of the synthesised CuNPs by 
studied strain G9 and S4c are nealy identical. The spec-
trrums show band at 3409.56  cm− 1 (assigned to NH2 
stretching vibration of primary amines and stretching 
vibration mode of O-H), band at 3175.95  cm− 1 (corre-
sponded to O-H stretching vibration mode of carboxylic 
acids), band at 2961 cm− 1 (corresponing to aliphatic C-H 
stretching vibration of flavonoids/phenolic groups). The 
presence of bands at 2100.88 cm− 1 is attributed to C ≡ C 
stretching vibration. Whereas the band at 1638.44 cm− 1 

Fig. 3  The UV-vis absorption spectra of CuNPs generated by G9 and S4c strains in cell-free supernatant using LB isolation medium, and the recorded 
absorbance at λUV max (304 & 308) for the two strains using NR-enhanced medium, respectively
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Fig. 5  Effect of pH (A), reaction time (B), temperature ºC (C), and metal ion concentration of CuSO4 (D) on the CuNPs biosynthesis by Niallia circulans 
G9 and Paenibacillus sp. S4c strains

 

Fig. 4  A neighbour-joining phylogenetic tree for the studied G9 and S4c strains with the nearby relatives found in GenBank
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(assigned to N‒H deformation found in primary amine 
and C = O stretching vibration in amide ≡). The FTIR 
band at 1448 cm− 1 (corresponded to C-H bending vibra-
tion of methyl group), while band at 1406.2  cm− 1 (cor-
responded to O-H bending vibration of carboxylic acid). 
In addition, the presence of band at 1143.43  cm− 1 and 
117.97 cm− 1 (corresponds to C-N stretching of aliphatic 
amine). The bands seen at 997.24 cm− 1 (is typical to the 
= C-H bending due to the alkene group). Finally, the peak 
at 619.82 cm− 1 reveals the alkyne C–H bond. Also, this 

peak at 619.82  cm− 1 is related to binding Cu-NPs with 
oxygen from hydroxyl groups and formation of CuO.

XRD examination for CuNPs from G9 strain shows dis-
tinguished peaks with 2θ value of {28.48°, 31.77°, 33.10°, 
48.37°, 54.89° and 73.24°}, these peaks are assigned to the 
(210), (200), (220), (110), (222) and (331) reflection planes 
of face centered cubic structure of copper, respectively 
(Fig. 7). However, XRD for S4c shows distinguished peaks 
with 2θ value of {31.17°, 37.26°, 44.69°, 56.59° and 75.47°}, 
these peaks are assigned to the (200), (210), (220), (222) 
and (420) reflection planes of face centered cubic struc-
ture of copper, respectively (Fig. 7). The peaks appear at 
around 28.48–31.17° incdcate the formation of CuONPs.

EDX spectroscopy analysis confirmed the presence of 
elemental copper by the signals in both tested CuNps 
samples of G9 and S4C (Fig. 8A, B). The optical absorp-
tion band peak for the produced nanoparticles was 
approximately at ˂1 keV, which is typical for absorption of 
copper. The mass of Cu in the sample was 10% and 4% for 
G9 and S4c strains, respectively. EDX inspections reveal 
the presence of peaks for O, Na, S, Cl and V.

TEM examination of the solution containing CuNPs 
(Fig.  9A, B); demonstrated the formation of spherical/
hexagonal nanoparticles with a size range of 13–100 nm 
and spherical nanoparticles of size range 5–40  nm, for 
G9 and S4c, respectively.

Antimicrobial activity of the synthesized CuNPs
In this study, the antimicrobial activity of the synthe-
sized CuNPs against five species of human pathogenic 
microbes was investigated. The biosynthesized CuNPs 
showed significant antibacterial effects by increasing the 
concentrations (60–100 µg/ml).

Fig. 7  XRD pattern of CuNPs synthesized by culture free supernatant of 
Niallia circulans G9 and Paenibacillus sp. S4c strains

 

Fig. 6  FTIR spectra recorded of the synthesized CuNPs by Niallia circulans G9 and Paenibacillus sp. S4c strains
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According to the results (Fig.  10), the yeast (Candida 
albicans ATCC 10,231) was more susceptible to the syn-
thesized CuNPs from G9 strain than G + ve (Staphylococ-
cus aureus ATCC 25,923) and G-ve (E. coli ATCC 10,231, 
Pseudomonas aeruginosa ATCC 9027 and Klebsiella 
pneumonia ATCC 13,883) bacterial strains at 100 µg/ml. 
On the other hand, the synthesized CuNPs by S4c strain 
were found more effective against E. coli ATCC 10,231 
than the other tested pathogens at 100 µg/ml concentra-
tion. Figure 11 displays the inhibition zone containing the 

most potent antimicrobial activities of S4c CuNPs against 
E. coli ATCC 10,231 and G9 CuNPs against Candida 
albicans ATCC 10,231 at different concentrations (60, 80 
& 100 µg/ml).

Discussion
Extracellular production of metal nanoparticles is less 
expensive, simpler, and more useful than intracellular 
biosynthesis. Thus, culture supernatants from several 
isolates were collected and individually treated with 

Fig. 9  TEM analysis of the biosynthesized CuNPs produced by Niallia circulans strain G9 at scale a 200 nm magnification (A) and Paenibacillus sp. strain 
S4c at scale a100nm magnification (B)

 

Fig. 8  EDX spectrum of CuNPs form by Niallia circulans strain G9 (A) and Paenibacillus sp. strain S4c (B)
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Fig. 11  Well diffusion method of Cu NPs from S4c against E. coli (left) and G9 against Candida albicans (right) at concentrations (60, 80 & 100 µg /ml)

 

Fig. 10  Antimicrobial activity of CuNP synthesized by Niallia circulans G9 and Paenibacillus sp. S4c strains against microbial pathogens at different 
concentrations
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copper sulphate in order to detect the color shift from 
bright blue to dark green (due to copper metal reduction) 
after 48 h at 37  °C. The change in color depends on the 
excitation of SPR vibrations of copper nanoparticle [36]. 
Preliminary identification of CuNPs was carried out by 
UV-Visible spectrophotometer scanning at range of 200–
800 nm [28].

The typical UV-Visible absorption region for CuNPs 
is reported in the range from 300 to 310 nm in ultravio-
let range and 570–630 nm in visual range [37, 38]. Simi-
larly, the two isolates coded G9 and S4c recorded the 
highest SPR absorption at wave length 304–308 nm and 
550–650  nm, respectively therefore there were selected 
for further investigation. These are in agreement with 
the work done using Pseudomonas aeruginosa [38] and 
Enterococcus faecalis which showed the maximum absor-
bance at 306 nm [39]. In this study, it was found that the 
magnitude of SPR absorption in UV range was more sub-
tle than the visible range. Therefore, further experiments 
were carried out by measuring SPR in UV- range.

Over the years, a data base of 16 S rRNA gene has been 
constructed and it was successfully used in the differen-
tiation of bacteria [40]. Genotypic identification emerged 
as a complement to establish phenotypic methods. Typi-
cally, genotypic identification of bacteria involves the use 
of conserved sequences within phylogenetically infor-
mative genetic targets, such as the small-subunit (16  S) 
rRNA gene [41]. In most prokaryotes, the ribosomal 
genes constitute an operon with the order 16–23 S–5 S 
and are transcribed in a single polycistronic RNA [42].

The use of molecular genetic characteristics to classify 
an organism and place it in a map showing the relation-
ship between this organism and related ones, is called 
molecular phylogeny and a tree/map showing such a rela-
tionship is called phylogenetic tree [43]. Thus, molecular 
phylogeny is a combination between molecular biology 
and statistical techniques [44]. Accordingly the studied 
G9 strain designated a Bacillus circulans but, correctly 
Niallia circulans where it is recently transferred into 
genus Niallia. However the other selected stain (S4c) is 
nominated as Paenibacillus sp.

Previous studies have indicated that NADH and 
NADH-dependent enzymes are important factors in the 
biosynthesis of metal nanoparticles. The reduction seems 
to be initiated by electron transfer from the NADH by 
NADH-dependent reductase as electron carrier; the 
exact mechanism of the reduction of metal ions is yet to 
be elucidated for bacteria. It was documented that the bio 
reduction of gold ions seems to be initiated by electron 
transfer from NADH by NADH-dependent reductase 
as electron carrier. The gold ions obtained electrons are 
reduced to gold (Au0) and then to gold nanoparticles [11, 
45]. This has been also excellently described in the organ-
ism Bacillus licheniformis which is known to secrete the 

cofactor NADH and NADH-dependent enzymes, espe-
cially nitrate reductase, that might be responsible for the 
bio reduction of Ag+ to Ag0 and the subsequent forma-
tion of silver nanoparticles [46].

NADH dehydrogenase-2 (NDH-2) was shown to pro-
mote Cu (II) reduction to Cu (I) under aerobic conditions 
in E. coli [47]. NDH-2 is present as a cytoplasmic mem-
brane-bound enzyme; further work is required to identify 
the specific reductase(s) responsible.

In this study the NR activity was detected in the culture 
supernatant of Niallia circulans strain G9 (10.62 U/ml) 
and Paenibacillus sp. strain S4c (5.04 U//ml) after cultur-
ing in NR enhanced medium. These activities are higher 
than Pseudomonas aeruginosa’s NR activity (0.015 U/ml), 
as reported by Tiwari et al. [38]. The observed increase 
in absorption following the use of G9 and S4c superna-
tants with assessed NR activity in the creation of CuNPs 
suggests that the extracellular nitrate reductase enzyme 
in the cell-free supernatant might be responsible for the 
manufacture of the nano form of copper.

The extracellular synthesis offers a great advantage over 
an intracellular process of synthesis from the application 
point of view. Since the nanoparticles formed inside the 
biomass would have required additional step of process-
ing for release of the nanoparticles from the biomass by 
ultrasound treatment or by reaction with suitable deter-
gents. The extracellular synthesis of nanoparticle makes 
it possible to harness and immobilize/deposit onto 
desired solid support for the use of different practical 
purposes. In future, it would be important to understand 
the biochemical and molecular mechanism of the syn-
thesis of the nanoparticles by the cell filtrate in order to 
achieve better control over size and polydispersity of the 
nanoparticles, so according to those result further inves-
tigation was carried to optimize the production of nitrate 
reductase enzyme.

Upon screening the variables (pH: 3–9, T: 25–55  °C, 
reaction time: 12–72  h, and metal conc.: 25–150 mM) 
affecting in CuNPs synthesis by studied strains. Quickly, 
the optimum conditions for biosynthesis of CuNPs can 
be assigned as that given the maximum SPR and change 
in color [48].

The pH value of the reaction media plays a significant 
role during the formation of nanoparticles [49]. Studies 
have shown that varying the pH of the reaction media 
tends to produce variability in shape and size of nanopar-
ticles synthesized, this factor induce the reactivity of cul-
ture free supernatant of the selected isolates with copper 
ions. In this study the two strains (G9 & S4c), showed 
preference to a neutral condition where, this condition 
favours maximum reduction of copper ions and provides 
maximum synthesis of CuNPs. As reported by Tiwari et 
al., the optimum pH value for the biosynthesis of CuNPs 
from the cell free culture of Pseudomonas aeruginosa was 
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7.0 [38], and also cell free culture of Pseudomonas fluore-
scens at pH 7, a characteristic peak observed at 653 nm 
confirms the CuNPs production, indicating that neutral 
pH is optimal for the CuNPs formation [50].

Since time is an important aspect that supports 
nanoparticle synthesis and stability. It was seen that in 
case of Bacillus circulans G9, absorbance and the color of 
the reaction increased gradually up to 24 h then it started 
decreasing, while in the case of Paenibacillus sp. S4c it 
started to decrease after 48 h. This denotes that CuNPs 
formation occurs and with an increase in time, size 
reduction takes place. CuNPs biosynthesized by Entero-
coccus faecalis showed that reaction time of 24 h led to 
formation of well-defined CuNPs [39]. However, the 
reaction time for the production of CuNPs by E. coli was 
48 h [28].

While it is generally known that reaction temperature 
is a crucial factor in any synthesis, it has been found that 
temperature is also an important factor in determining 
the size, shape, and yield of nanoparticles biosynthesis 
[51, 52]. For example, synthesis of silver nanoparticles at 
a reaction temperature of 25 °C via Citrus sinensis (sweet 
orange) peel extract produced particles with an average 
size of around 35  nm. By increasing the temperature of 
reaction up to 60 °C, the average particle size decreased 
to 10 nm [53].

In this study, the optimum temperature (37 °C) for the 
production of CuNPs via Bacillus circulans G9 is similar 
to researchers [39, 54], who reported that the optimum 
temperature for the production of CuNPs by Serratia 
sp. and Enterococcus faecalis, respectively, were 37  °C. 
While, for Paenibacillus sp. S4c the optimum tempera-
ture was at 45 °C, this result agree with Tiwari et al. [38] 
who mentioned that the optimum temperature for the 
synthesis of CuNPs via the cell free supernatant of Pseu-
domonas aeruginosa was 45 °C.

Metal ion concentration plays an important role in the 
biosynthesis of nanoparticles. Reduction of metal ions 
does not occur at low concentration. However, at a high 
concentration copper ion reduces at a faster rate result-
ing in the formation of macroparticles which ultimately 
precipitates out [1, 55]. To understand the influence of 
concentration of the metal, different concentrations of 
CuSO4.5H2O (25, 50, 100 and 150 mM) were used. The 
absorption was increased while increasing the concen-
tration of silver ions from 25 mM to 100mM where it 
reached its optimum level. Further increases in metal 
concentration to 150mM copper, leads to decreasing 
the absorption with aggregation of CuNPs. This study 
concludes that the optimum copper sulphate concentra-
tion 100 mM is suitable for CuNPs production. Similarly, 
Chavan et al. reported that the optimum metal concen-
tration was 100 mM for the biosynthesis of CuNPs by cell 
free supernatant of Enterococcus faecalis [39].

Different techniques can be used to analyse the nano 
form produced particles, herein FT-IR, XRD, EDX and 
TEM were followed. The band at 619 cm− 1 in FT-IR con-
firms the synthesis of CuONPs in both studied strains as 
stated by Kouhkan et al. [56]. The noticeable peak at 400–
600 cm− 1 authorizes the presence of copper oxide in the 
biosynthesized nano particles. Similarly, Talebian et al. 
[21] found bands at 547 and 521 cm− 1 for Cu–O which 
confirmed the synthesis of CuONPs.

In addition, our results correlate with Tiwari et al. [38], 
who mentioned that the analysis of copper nanoparticles 
produced by Pseudomonas aeruginosa recorded the pres-
ence sharp peak of amide at 1642 cm− 1, a broad peak of 
N–H stretching at 3415 cm− 1 and a peak of N–H bend-
ing at 1362  cm− 1, and Nabila & Kannabiran [25], who 
reported a strong broad peak at 3885.07  cm− 1 corre-
sponds to the O-H stretching of alcohols and phenols.

Through applying XRD analysis, the presences of sharp 
structural peaks in XRD patterns at 2θ value indicate 
the crystalline nature. The obtained pattern should be 
compared to Braggs’s reflection of metal nanocrystals as 
reported by Sher [57]. In this concern, the current results 
agreed with those of Ramyadevi et al. [58] mentioned 
that the XRD pattern recorded for the copper nanoparti-
cles showed peaks which were indexed using JCPDS files 
(JCPDS card no.: 89-2838). The XRD peak positions were 
consistent with metallic copper. The sharp peaks of the 
XRD pattern indicate the crystalline nature. The peaks 
at 43.3165°, 50.4478° and 74.1237° corresponding to the 
Miller indices (111), (200) and (220), respectively repre-
sent face centered cubic structure of copper. The lattice 
constant of the unit cell is a = 3.615 Å and its volume is 
4.7245 × 10–29 m− 3.

But, in contrast to Lv et al. [59], who reported that 
XRD patterns confirmed the formation of CuNPs by 
Shewanella loihica PV-4. The characteristic peaks were 
observed at 43.3◦, 50.5◦ and 74.2◦ (JCPDS 85-1326), cor-
responding to the crystal facets of (111), (200) and (220), 
respectively. Tiwari et al. [38], reported that XRD spectra 
of CuNPs synthesized by the culture supernatant of Pseu-
domonas aeruginosa distinguish four characteristic peaks 
at 2θ values of 31.398°, 45.155°, 56.197° and 75.062° cor-
responding to crystal facet (110), (111), (200) and (220) 
planes of copper.

In this study, in EDX spectrum, the nanoparticles dis-
played a peak approximately at ˂1  keV, which is due to 
the absorption of metallic copper nano crystallites cor-
responding to surface plasmon resonance [60], these 
results in contrast with the results reported by Tiwari et 
al. [38] where’s the peak was approximately 0.9 KeV and 
Chavan et al. [39] who reported a peak at 0.7 and 0.9 
KeV. The mass of Cu in the studied sample was 10% and 
4% for Bacillus circulans G9 and Paenibacillus sp. S4c, 
respectively.
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However, the EDX analysis reveals the presence of 
peaks for O, Na, S, Cl and V. The appearance of other 
elements was may be due to media components or other 
biomolecules secreted by the bacteria [50].

According to the results of TEM CuNPs synthesized 
by Bacillus circulans G9 are nearly spherical/hexagonal 
in shape with an average size of 13–100  nm, these are 
smaller than CuNPs formed by Pseudomonas aeruginosa 
which was of size 50–300 nm [38] and those reported by 
Nabila & Kannabiran [25] which was of size 198 nm.

While, TEM analysis of CuNPs produced by Pae-
nibacillus sp. S4c are spherical in shape of size range 
5–40.44 nm. The shape of this CuNPs was smaller than 
that formed by Enterococcus faecalis which was spherical 
and size of 20–90 nm [39].

Screening for new antibiotics from natural sources is 
becoming increasingly important for the pharmaceuti-
cal industry as pathogenic bacteria are quickly becom-
ing resistant to commonly used therapeutic agents [61]. 
In this study, the yeast Candida albicans was more 
affected by the synthesized CuNPs from Bacillus circu-
lans G9 than the tested G + ve (Staphylococcus aureus 
ATCC 25,923) and G-ve (E. coli ATCC 10,231, Pseudo-
monas aeruginosa ATCC 9027and Klebsiella pneumonia 
ATCC 13,883) bacterial isolates at 100 µg/ml of CuNPs. 
On the contrary, CuNPs synthesized by Paenibacillus sp. 
S4c were more effective against E. coli ATCC 10,231 than 
the other tested pathogens at 100 µg/ml. Similarly CuNPs 
synthesized by Enterococcus faecalis culture [59] showed 
a high antimicrobial potential against many multidrug 
resistant pathogens including Staphylococcus aureus 
(MRSA), Klebsiella pneumoniae and E. coli.

Conclusion
The current study concentrated on enhancing the pro-
duction of CuNPs by two isolates, Niallia circulans G9 
and Paenibacillus sp. S4c strains, which were subse-
quently characterised. The extracellular aliquots from 
NR- enriched media were used to boost CuNPs synthe-
sis by the selected strains. The optimal conditions (T, 
pH, time and CuSO4 conc.) for CuNPs production were 
evaluated as well. The best reduction of metal copper was 
attained at neutral pH, and at 100 mM CuSO4 concentra-
tion. It was found, G9 strain needs shorter time and lower 
temperature (24 h & 37 °C) compared to S4c strain (72 h 
& 45 ºC) to synthesize CuNPs soundly. The application of 
analytics and chemical composition techniques proved 
the presence of CuONPs in the biosynthesized nano cup-
per produced by the investigated strains. According to 
TEM images, S4c CuNPs are smaller and have a more 
diverse shape (spherical, 5–40.44  nm size range) than 
G9 CuNPs (spherical/hexagonal, 13–100 nm size range). 
The biosynthesized CuNPs from S4c and G9 strains were 
found to be more effective against E. coli ATCC 10231and 

Candida albicans ATCC 10,231, respectively, in terms of 
antibacterial activity.

Future prospect
Given the significant anti-pathogen efficacy of the 
nanoparticles created in this investigation, manufactur-
ing and characterization are regarded as preliminary 
steps. The researchers’ long-term goal is to develop an 
appropriate formula or composite for usage in a range 
of disciplines such as biopesticide, water pollution treat-
ment, and health care.

Acknowledgements
The authors are extremely grateful to the City of Scientific Research and 
Technological Applications (SRTA-City), Alexandria, Egypt, for providing all the 
facilities to complete this work.

Author contributions
N.M.A. performed the main experimental part of the work. D.A.G. wrote 
the manuscript, interpreted the data and help in experimental work. D.I.A. 
interpreted the data and revised the manuscript. E.E.E. suggested the work 
point. N.A.S. designed the experiments, follows up the study, provided advice 
throughout the work and revised the manuscript. All authors read and 
approved the final manuscript.

Funding
This research received no specific grant from any funding agency in the 
public, commercial, or not-for-profit sectors.
Open access funding provided by The Science, Technology & Innovation 
Funding Authority (STDF) in cooperation with The Egyptian Knowledge Bank 
(EKB).

Data availability
No datasets were generated or analysed during the current study.

Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare no competing interests.

Author details
1Botany and Microbiology Department, Faculty of Science, Alexandria 
University, 21526, Alexandria, Egypt
2Bioprocess Development Department, Genetic Engineering and 
Biotechnology Research Institute (GEBRI), City of Scientific Research 
and Technological Applications (SRTA-City), Universities and Research 
Institutes Zone, P.O. 21934, New Borg El-Arab City, Alexandria, Egypt

Received: 16 January 2024 / Accepted: 12 May 2024

References
1.	 Singh M, Manikandan S, Kumaraguru A. Nanoparticles: a new technology 

with wide applications. Res J Nanosci Nanotechnol. 2011;1(1):1–11.
2.	 Sanghi R, Verma P. Biomimetic synthesis and characterization of protein 

capped silver nanoparticles. Bioresour Technol. 2009;100(1):501–4.
3.	 Rai M, Yadav A, Gade A. Silver nanoparticles as a new generation of antimi-

crobials. Biotechnol Adv. 2009;27(1):76–83.



Page 14 of 15Aziz et al. Microbial Cell Factories          (2024) 23:156 

4.	 Ghorbani HR, Safekordi AA, Attar H, Rezayat Sorkhabadi SM. Biological and 
non-biological methods for silver nanoparticles synthesis. Chem Biochem 
Eng Q. 2011;25(3):317–26.

5.	 Morones JR, Elechiguerra JL, Camacho A, Holt K, Kouri BJ, Ramírez TJ, Yaca-
man JM. The bactericidal effect of silver nanoparticles. Nanotechnology. 
2005;16:2346–53.

6.	 Kim JS, Kuk E, Yu KN, Kim JH, Park SJ, Lee HJ, Kim SH, Park YK, Park YH, 
Hwang CY, Kim YK, Lee YS, Jeong DH, Cho MH. Antimicrobial effects of silver 
nanoparticles. Nanomedicine: NBM. 2007;3(1):95–101.

7.	 Narayanan KB, Sakthivel N. Green synthesis of biogenic metal nanoparticles 
by terrestrial and aquatic phototrophic and heterotrophic eukaryotes and 
biocompatible agents. Adv Colloid Interface Sci. 2011;169(2):59–79.

8.	 Nangia Y, Wangoo N, Goyal N, Shekhawat G, Suri CR. A novel bacterial isolate 
Stenotrophomonas maltophilia as living factory for synthesis of gold nanopar-
ticles. Microb Cell Fact. 2009; 8, article number 39:1–17.

9.	 Sastry M, Ahmed A, Khan MI, Kumar R. Biosynthesis of metal nanoparticles 
using fungi and actinomycetes. Curr Sci. 2003;85(2):162–70.

10.	 Parikh RY, Singh S, Prasad BLV, Patole MS, Sastry M, Shouche YS. Extracellular 
synthesis of crystalline silver nanoparticles and molecular evidence of silver 
resistance from Morganella sp.: towards understanding biochemical synthesis 
mechanism.2. Chem Biochem. 2008;16(9):1415–22.

11.	 He S, Guo Z, Zhang Y, Zhang S, Wang J, Gu N. Biosynthesis of gold 
nanoparticles using the bacteria Rhodopseudomonas capsulata. Mater Lett. 
2007;61(18):3984–7.

12.	 Dhillon GS, Brar SK, Kaur S, Verma M. Green approach for nanoparticles 
biosynthesis by fungi: current trends and applications. Crit Rev Biotechnol. 
2012;32(1):49–73.

13.	 Landon PB, Mo AH, Ramos CT, Gutierrez JJ, Lal R. Facile green synthesis of 
large single crystal copper micro and nanoparticles with ascorbic acid and 
gum arabic. Open J Appl Sci. 2013;3(5):332–6.

14.	 Vitulli G, Bernini M, Bertozzi S, Pitzalis E, Salvadori P, Coluccia S, Martra G. 
Nanoscale copper particles derived from solvated Cu atoms in the activation 
of molecular oxygen. Chem Mater. 2002;14(3):1183–6.

15.	 Wang YQ, Nikitin K, McComb DW. Fabrication of Au-Cu 2O core-shell nano-
cube heterostructures. Chem Phys Lett. 2008;456(4):202–5.

16.	 Lee Y, Choi JR, Lee KJ, Stott NE, Kim D. Large-scale synthesis of copper 
nanoparticles by chemically controlled reduction for applications of inkjet-
printed electronics. Nanotechnology. 2008;19(41):415604.

17.	 Usha R, Prabu E, Palaniswamy M, Venil CK, Rajendran R. Synthesis of metal 
oxide nanoparticles by Sterptomyces species for development of antimicro-
bial textiles. Global J Biotechno Biochem. 2010;5(3):153–60.

18.	 Singh AV, Patil R, Anand A, Milani P, Gade WN. Biological synthesis of copper 
oxide nano particles using Escherichia coli. Curr Nanosci. 2010;6(4):365–9.

19.	 Singh D, Jain D, Rajpurohit D, Jat G, Kushwaha HS, Singh A, Mohanty SR, 
Al-Sadoon MK, Zaman WM, Upadhyay SK. Bacteria assisted green synthesis of 
copper oxide nanoparticles and their potential applications as antimicrobial 
agents and plant stimulants. Front Chem. 2023; 11.

20.	 Ramanathan R, Field MR, O’Mullane AP, Peter M, Smooker PM, Bhargava SK, 
Bansal V. Aqueous phase synthesis of copper nanoparticles: a link between 
heavy metal resistance and nanoparticle synthesis ability in bacterial systems. 
Nanoscale. 2013;5(6):2300–6.

21.	 Talebian S, Shahnavaz B, Nejabat M, Abolhassani Y, Rassouli BF. Bacterial-
mediated synthesis and characterization of copper oxide nanoparticles with 
antibacterial, antioxidant, and anticancer potentials. Front Bioeng Biotechnol. 
2023;11:1140010.

22.	 Cioffi N, Torsi L, Ditaranto N, Tantillo G, Ghibelli L, Sabbatini L, Bleve-Zacheo 
T, D’Alessio M, Zambonin P, Traversa E. Copper nanoparticle/polymer 
composites with antifungal and bacteriostatic properties. Chem Mater. 
2005;21:5255–62.

23.	 Kashyap P, Shirkot P, Das R, Pandey H, Singh D. Biosynthesis and character-
ization of copper nanoparticles from Stenotrophomonas maltophilia and 
its effect on plant pathogens and pesticide degradation. J Agric Food Res. 
2023;13:100654.

24.	 Yoosefi Booshehri A, Wang R, Xu R. Simple method of deposition of CuO 
nanoparticles on a cellulose paper and its antibacterial activity. Chem Eng J. 
2015;262:999–1008.

25.	 Nabila MI, Kannabiran K. Biosynthesis, characterization and antibacterial 
activity of copper oxide nanoparticles (CuO NPs) from actinomycetes. Bio-
catal Agric Biotechnol. 2018;15:56–62.

26.	 Naika HR, Lingaraju K, Manjunath K, Kumar D, Nagaraju G, Suresh D, Nagab-
hushana H. Green synthesis of CuO nanoparticles using Gloriosa superba L. 
extract and their antibacterial activity. J Taibah Univ Sci. 2015;9:7–12.

27.	 Durán N, Marcato PD, Alves OL, De Souza GI, Esposito E. Mechanistic aspects 
of biosynthesis of silver nanoparticles by several Fusarium oxysporum strains. J 
Nanobiotechnol. 2005;3(1) article number 8:1–7.

28.	 Ghorbani RH, Mehr PF, Poor KA. Extracellular synthesis of copper nanopar-
ticles using culture supernatants of Salmonella typhimurium. Orient J Chem. 
2015;31(1):527–9.

29.	 Vaidyanathan R, Gopalram S, Kalishwaralal K, Deepak V, Pandian SRK, Guruna-
than S. Enhanced silver nanoparticle synthesis by optimization of nitrate 
reductase activity. Colloids Surf B Biointerfaces. 2010;75(1):335–41.

30.	 Sun M, Ning X. Screening and optimization of a nitrate reductase-producing 
Staphylococcus simulans UV-11 and its application. J Food Meas Charact. 
2021;15(3):2558–2468.

31.	 Eden PA, Schmidt TM, Blakemore RP, Pace NR. Phylogenetic analysis of 
Aquaspirillum magnetotacticum using polymerase chain reaction-amplified 
16S rRNA-specific DNA. Int J Syst Evol Microbiol. 1991;41(2):324–5.

32.	 Sanger F, Nicklen S, Coulson AR. DNA sequencing with chain terminating 
inhibitors. Proc Natl Acad Sci. 1977;74:5463–7.

33.	 Karthik L, Kumar G, Vishnu-Kirthi A, Rahuman AA, Rao VB. Streptomyces sp. 
LK3 mediated synthesis of silver nanoparticles and its biomedical application. 
Bioprocess Biosyst Eng. 2014;37(2):261–267.

34.	 Jyoti K, Baunthiyal M, Singh A. Characterization of silver nanoparticles 
synthesized using Urtica dioica Linn leaves and their synergistic effects with 
antibiotics. J Rad Res App Sci. 2016;9(3):217–27.

35.	 Bauer AW, Kirby WM, Sherris JC, Turck M. Antibiotic susceptibility testing by a 
standardized single disk method. Am J Clin Pathol. 1966;45(4):493–6.

36.	 Gopinath V, MubarakAli D, Priyadarshini S, Priyadharsshini NM, Thajuddin N, 
Velusamy P. Biosynthesis of silver nanoparticles from Tribulus terrestris and its 
antimicrobial activity: a novel biological approach. Colloids Surf B Biointer-
faces. 2012;96:69–74.

37.	 Honary S, Barabadi H, Gharaei-Fathabad E, Naghibi F. Green synthesis of cop-
per oxide nanoparticles using Penicillium Aurantiogriseum, Penicillium Citrinum 
and Penicillium Waksmanii. Dig J Nanomater Biostruct. 2012;7(3):999–1005.

38.	 Tiwari M, Narayanan K, Thakar MB, Jagani HV, Rao JV. Biosynthesis and 
wound healing activity of copper nanoparticles. IET Nanobiotechnol. 
2014;8(4):230–7.

39.	 Chavan A, Jahanara K, Kelmani C. Biosynthesis and characterization of 
copper nanoparticles from Enterococcus faecalis. Int J Pharm Bio Sci. 
2014;5(4):204–11.

40.	 Goto K, Omura T, Hara Y, Sadaie Y. Application of the partial 16S rDNA 
sequence as an index for rapid identification of species in the genus Bacillus. 
J Gen Appl Microbiol. 2000;46(1):1–8.

41.	 kirschner P, Springer B, Vogel U, Meier A, Wrede A, kiekenbeck M, Bange 
FC, Bottger EC. Genotypic identification of mycobacteria by nucleic acid 
sequence determination: report of a 2-year experience in a clinical laboratory. 
J Clin Microb. 1993;31(11):2882–9.

42.	 Luz SP, Rodrıguez-Valera F, Lan R, Reeves PR. Variation of the ribosomal 
operon 16S-23S gene spacer region in representatives of Salmonella enterica 
subspecies. J Bacteriol. 1998;180(8):2144–51.

43.	 Graur D, Li WH. Fundamentals of molecular evolution. Second Edition pp439.
OXFORD University press. Sinauer Associates; 2000.

44.	 Wang SY, Wu SJ, Thottappilly G, Locy RD, Singh NK. Molecular cloning and 
structural analysis of the gene encoding Bacillus cereus exochitinase Chi36. J 
Biosci Bioeng. 2001;92(1):59–66.

45.	 Sadowski Z. Biosynthesis and application of silver and gold nanoparticles. In 
book Silver Nanopart. 2010:258–76.

46.	 Kalimuthu K, Babu RS, Venkataraman D, Bilal M, Gurunathan S. Biosynthesis 
of silver nanocrystals by Bacillus licheniformis. Colloids Surf B Biointerfaces. 
2008;65:150–3.

47.	 Rodríguez-Montelongo L, Volentini SI, Farías R, Massa EM, Rapisarda VA. The 
Cu (II)-reductase NADH dehydrogenase-2 of Escherichia coli improves the 
bacterial growth in extreme copper concentrations and increases the resis-
tance to the damage caused by copper and hydroperoxide. Arch Biochem 
Biophys. 2006;451(1):1–7.

48.	 Das SK, Marsili E. Bioinspired metal nanoparticle: synthesis, properties and 
application. In book nanomaterials. Chap. 2011;11:254–78.

49.	 Gardea-Torresdey JL, Tiemann KJ, Gamez G, Dokken K, Tehuacamanero S, 
Jose-Yacaman M. Gold nanoparticles obtained by bio-precipitation from gold 
(III) solutions. J Nanopart Res. 1999;1:397–404.

50.	 Shantkriti S, Rani P. Biological synthesis of copper nanoparticles using Pseudo-
monas fluorescens. Int J Curr Microbiol App Sci. 2014;3(9):374–83.



Page 15 of 15Aziz et al. Microbial Cell Factories          (2024) 23:156 

51.	 Sathishkumar M, Sneha K, Yun YS. Immobilization of silver nanoparticles 
synthesized using the Curcuma longa tuber powder extract on cotton cloth 
for bactericidal activity. Biores Technol. 2010;101(20):7958–65.

52.	 Kaviya S, Santhanalakshmi J, Viswanathan B, Muthumary J, Srinivasan K. Bio-
synthesis of silver nanoparticles using Citrus sinensis peel extract and its anti-
bacterial activity. Spectrochim Acta Mol Biomol Spectrosc. 2011;79(3):594–8.

53.	 Song JY, Kim BS. Rapid biological synthesis of silver nanoparticles using plant 
leaf extracts. Bioprocess Biosyst Eng. 2009;32(1):79–84.

54.	 Hasan SS, Singh S, Parikh YR, Dharne SM, Patole SM, Prasad BLV, Shouche SY. 
Bacterial synthesis of copper/copper oxide nanoparticles. J Nanosci Nano-
technol. 2008;8(6):3191–6.

55.	 Gurunathan S, Kalishwaralal K, Vaidyanathan R, Venkataraman D, Pandian SR, 
Muniyandi J, Hariharan N, Eom S. Biosynthesis, purification and characteriza-
tion of silver nanoparticles using Escherichia coli. Colloids Surf B Biointerfaces. 
2009;74(1):328–35.

56.	 Kouhkan M, Ahangar P, Babaganjeh LA, Allahyari-Devin M. Biosynthesis of 
copper oxide nanoparticles using Lactobacillus casei Subsp. Casei and its 
Anticancer and Antibacterial activities. Curr Nanosci. 2020;16(1):101–11.

57.	 Sher F. Workshop on crystal structure determination using powder XRD, 
organized by the Khwarzimic Science Society, P41. Pakistan: Institute of 
Engineering and Applied Sciences; 2007.

58.	 Ramyadevi J, Jeyasubramanian K, Marikani A, Rajakumar G, Abdul Rahuman 
A. Synthesis and antimicrobial activity of copper nanoparticles. Mater Lett. 
2012;71:114–6.

59.	 Lv Q, Zhang B, Xing X, Zhao Y, Cai R, Wang W, Gu Q. Biosynthesis of copper 
nanoparticles using Shewanella loihica PV-4 with antibacterial activity: novel 
approach and mechanisms investigation. J Haz Mat. 2018;347:141–9.

60.	 Singh V, Shrivastava A, Wahi N. Biosynthesis of silver nanoparticles by plants 
crude extracts and their characterization using UV, XRD, TEM and EDX. Afr J 
Biotechnol. 2015;14(33):2554–67.

61.	 Coates A, Hu Y, Bax R, Page C. The future challenges facing the development 
of new antimicrobial drugs. Nat Rev Drug Discov. 2002;1(11):895–910.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in 
published maps and institutional affiliations. 


	﻿A comparative study of the biosynthesis of CuNPs by ﻿Niallia circulans﻿ G9 and ﻿Paenibacillus﻿ sp. S4c strains: characterization and application as antimicrobial agents
	﻿Abstract
	﻿Background
	﻿Materials and methods
	﻿Isolation, culturing, and screening for CuNPs synthesis
	﻿Spectrophotometric detection for CuNPs
	﻿Nitrate reductase (NR) activity assay
	﻿Identification and phylogeny
	﻿Factors impacting the production of CuNP
	﻿CuNPs production
	﻿CuNPs separation
	﻿CuNPs characterization
	﻿UV-Visible double beam spectrophotometer


	﻿FT-IR spectroscopy
	﻿EDX analysis
	﻿XRD analysis
	﻿TEM analysis
	﻿Antimicrobial activity of the synthesized CNPs
	﻿Statistical analysis
	﻿Results
	﻿Characterization and identification of the two selected microbial isolates
	﻿Factors affecting the biosynthesis of CuNPs by ﻿Niallia circulans﻿ G9 and ﻿Paenibacillus﻿ sp, S4c strains
	﻿Characterization of the biosynthesized CuNPs
	﻿Antimicrobial activity of the synthesized CuNPs

	﻿Discussion
	﻿Conclusion
	﻿Future prospect

	﻿References


